Combatting Antimicrobial Resistance

How ATCC’s AMR Collection Supports the Global
Scientific Community

Shahin Ali, PhD
Senior Scientist, ATCC Content

Briana Benton
Program Manager, Sequencing & Bioinformatics

ATCC

YEARS




) About Us

ATCC is a global leader in providing authenticated, high-quality biological
resources and standards for industry, academia, and government.

« Founded in 1925, ATCC is a private, nonprofit,
global biological resource center and standards
organization that provides scientists with the
biomaterials and resources they need to
conduct critical life science research.

» World’s trusted, premier biological materials
resource and standards development
organization:

» 4,000+ cell lines

« 80,000+ microorganisms

» Genomic and synthetic nucleic acids
» Media, sera, and reagents

« Advanced cell models

« Standards
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) Credible Collections . g
ATCC

The most comprehensive, fully authenticated collection:
« 70,000+ bacteria, fungi, viruses, and protozoa

Bacteriology . _ . '
1226 genera Over 8,700 microbial type strains

« Over 1,000 derivatives, such as nucleic acid preparations

Brand recognition:

Mycology « QOrganizations and regulatory agencies specify ATCC cultures -
1864 genera USP, ISO, FDA, CLSI, USDA, ASTM, AOAC, etc.
« QOver 475 reference strains recommended for use in quality
control

Virology
200 genera

Explore our

microbial products
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) What Is Antimicrobial Resistance? P
ATCC
Types of Antimicrobials
Antimicrobials are drugs or other agents
used to treat microbial pathogens by ANTIBIOTICS e ,
inhibiting growth or killing the drugs that treat bacterial infections
microorganism responsible for infection. ANTIVIRALS
drugs that treat viral infections
Antimicrobial resistance (AMR) is the ANTIFUNGALS
ability of a microorganism to avoid the drugs that treat fungal infections
ffects of antimicrobials.

SHEEE 0T Ao ANTIPARASITICS

drugs that treat parasitic infections



The Rise of Resistance

Significant events in antibiotic evolution

Early discoveries (pre-1928)

Ancient practices Early 20th century

&

Mold as wound healing  Alexander Fleming

discovered penicillin

1930

The golden era of antibiotics

Streptomycin (1st aminoglycoside)
Penicillin large-scale release

Prontosil
(15t sulfonamide &
1st commerciall antibacterial)

1940

Cephalosporin P

Cephalosporin N
(1st cephalosporines)

Discovery void

Shift to modifications
Decline in new discoveries

Penicillin-resistant
Staphylococcus

Rise of antibiotic resistance

Oritavancin
Ceftolozane/ Tazobactam
Ceftazidime/ Avinactam

Chloramphenicol
toxicity reported

Chloramphe.nicol il Imipenem & Levofloxacin Meropenem/ Vaborbactam
Tetracycline  Methicillin ceftazidime Linezolid Ceftaroline Delafloxacin
Erythromycin Gentamicin Daptomycin Cefiderocol & Lefamulin
1st macrolide
Vancomycin
B == - == | | >>
1950 1960 1970 1980 1990 2010 2020
Tetracycline-resistant Vancomycin-resistant Ceftaroline-resistant || Cefiderocol-resistant
Shigella Enterococcus (VRE) Staphylococcus Pseudomonas,
= Acinetobacter,
Methicillin-resistant Gentamicin-resistant Pandrug-resistant Klebsiella, &
Staphylococcus (MRSA) Enterococcus Acinetobacter & Escherichia
Pseudomonas
Erythromycin-resistant ; ;
Streptococcus Extensively drug-resistant (XDR)
Mycobacterium
Tahmasebi H, et al. Biomolecules 15(1): 93, 2025. PubMed: 39858487
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) The Global Burden

ATCC'

Risk Factors...

Global Impact: At least 1.27
million deaths were directly
caused by AMR in 2019, with
nearly 5 million associated
deaths globally (Lancet 2024).

U.S. Burden: Over 2.8 million
AMR infections and 35,000
deaths annually (CDC 2019).

Economic Cost: Treating the six
most common AMR infections in
U.S. healthcare costs over $4.6
billion per year (Nelson et al 2025
Clin Infect Dis 72: S17-526).

Factors Increasing Susceptibility to Infection
and AMR

* Very young
» Older adults (>65 years)

 Underlying chronic health conditions

5O:
SN (=K ¢ i i
liiness % 2 « Compromised immune system
» Recent infection
Nutrltlon . Malngtr|t|on
* Obesity

Immuno- » Chemotherapy, radiation therapy, and
SUDPFBSSIVG organ transplant immunosuppressants
Drugs or I

* Long-term antibiotic use
Treatments

» Dysregulated immune responses

© 2025 America
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. Types of Resistance Mechanisms

 Decreased influx, accumulation,
or uptake

 Active efflux pumps

« Enzymatic inactivation or g Antibiotic degrading/
Target site Target bypass modifying enzymes

destruction action

« Alternative enzyme Modified target site M

(p)ppGpp metabolism and

« Target modification or mutation Jeftichog s el R el V @

« Biofilm protection

Inner membrane
Peptidoglycan
Cell wall ! Outer membrane

T Biofilm formation

Tahmasebi H, et al. Biomolecules 15(1): 93, 2025. PubMed: 39858487
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Spread of Resistance

Healthcare-acquired infections
(HAIs): infections that occur within
30 days of receiving health care

Community-acquired infections
(CAIls): infections that cannot be
traced to healthcare

A recent Science Advances study' of livestock manure
worldwide collected identified:
> 2,291 known ARGs (resistant to 30 antibiotic classes)

3,166 cryptic ARGs
ARG levels 2-18 times higher than in human feces, sewage,
and soil. 'DOI: 10.1126/sciadv.adt8073

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.

Animals get
antibiotics and
develop resistant

|

Drug-resistant
bacteria can

remain on meat “w
from animals.

When not handled
or cooked properly.
the bacteria can
spread to humans.

Fertilizer or water
containing animal feces
and drug-resistant bacteria
is used on food crops.

\

'\///_. i o can remain in
o human gut.

Simply using antibiotics creates resistance. These drugs should only be used to treat infections.

bacteria in their guts.

-1

/

Drug-resistant bacteria
in the animal feces can
remain on crops and be
eaten, These bacteria

the

George gets
antibiotics and

develops resistant

bacteria in his

George stays at
home and in the
general community.
Spreads resistant
bacteria.

v

]

Patients ¢
go home.

Resistant germs spread
directly to other patients or
indirectly on unclean hands
of healthcare providers.

)
— g

qut.

\

George gets care at a
hospital, nursing home or
other inpatient care facility.

\

Resistant bacteria
spread to other
patients from
surfaces within the
< healthcare facility.

cdc.gov



Challenges

Developing new antimicrobials
is time intensive with low ROI

» Discovery: Basic research

» Testing: Preclinical and clinical
trials

« Approval: FDA (and other)
requirements and application

» Deployment: Knowledge,
adoption

» Cost: Cost of drug discovery,
development, testing, and
approval

* Return on investment:
Generic drugs are cheap, and
new mechanisms are kept as
drug of last resort

Carbapenems ¢

Gentamycing
Quinclonese ® Oxazolidinones
Rifamycins ¢ ® Lipopeptides

Glycopeptides, Nitroimidazolese

Macrolidese
Cephalosporinse

Tetracyclines®

B-lactams

Sulfonamid
PcnicillinsI
vy Yvyy \A L ] v

| Pre-antibiotic era | Golden age Innovation gap

1920 1930 1940 1950 1960 1970 1980 1990 2000 2010 2020

T I T t I ‘ n

I Extensive drug

sulfonamides ‘ resistance

to penicillin Multidrug l ‘

Resistance
resistance
Resistance to | Resistance to
tetracycline vancomycin
Resistance |

to gentamicin

Meagher KM. Ama J Ethics 26(5): E418-428, 2024.
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IND submission

Clinical trials

NDA submission

FDA approval
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) Meeting the Challenge: Global Efforts

« High-Level Political Commitment
» Evidence-Informed Policy Making

e One Health & Multisectoral
Collaboration

WHO Global Research Agenda for Antimicrobial
Resistance (AMR) in Human Health. 40 Research

Priorities: 33 on bacterial and fungal infections.
7 on multidrug-resistant tuberculosis (MDR-TB).

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.
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NEW ANTIBIOTICS

« Lariocidin: novel riibosome-targeting
antibiotic

o Tethered MCPs: blocks bacterial outer
membrane formation

INNOVATIVE TECHNOLOGIES

» Evolution-resistant compounds

» CRISPR-Cas systems targeting resistance
» Rapid cyclic peptide synthesis

ALTERNATIVES TO ANTIBIOTICS
 Phage therapy

» Monoclonal antibodies

» Efflux pump inhibitors

DIAGNOSTICS & SURVEILLANCE
 Rapid phenotypic testing
« WHO’s TrACSS surveillance system
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Meeting the Challenge: ATCC Offerings

Microorganisms Cell lines ATC
* Priority Antimicrobial-Resistant Strains  Primary cells for drug toxicity screening
« Antimicrobial-resistant bacteria, fungi, studies
and protozoa « Media and reagents to support cellular growth
« Bacteriophages Nucleic acids
« Microbial panels  Quantitative genomic nucleic acids

CLSI reference strains for assay QC  Nucleic acid extraction service

11
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) Meeting the Challenge: ATCC Offerings

Priority Antimicrobial-Resistant Strains

Selection

« Recent, clinically relevant isolates

« Prevalent pathogenic species

« Multidrug-resistant and extensively drug-resistant
strains

Analysis

« De novo genome sequencing and annotation

« Identification of antimicrobial resistance genes

« Evaluation of antimicrobial resistance and
susceptibility

Collection

« Strains authenticated and categorized by ATCC

« Genotypically, phenotypically, and functionally
characterized

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.

Acinetobacter baumannii
Klebsiella pneumoniae
Pseudomonas aeruginosa
Escherichia coli
Streptococcus pneumoniae
Proteus mirabilis
Enterobacter spp.
Citrobacter freundii
Neisseria gonorrhoeae
Staphylococcus aureus
Serratia surfactantfaciens
Citrobacter braakii

Klebsiella quasipneumoniae

13
15
16
17
15
3
6
4
5
2
1
1
2
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Meeting the Challenge: ATCC Offerings

Priority Antimicrobial-Resistant Strains

Acinetobacter baumannii Bouvet and Grimont

BAA-3252™

M Download Genome

LEARN ABOUT THE ATCC GENOME PORTAL =

This drug-resistant bacterium was isolated in 2014 from the abscess of a 57-year-old
male in Spain. This product can be used for all stages of the discovery and
development process for novel antimicrobials and therapeutics, molecular-based
detection assays, and updated sterility protocols.

Product category
Product type
Strain designation
Type strain

Genome sequenced
strain

Isolation source
Geographical isolation

Applications

Product format

Storage conditions

Bacteria

Drug-resistant bacterium
1074313

No

Yes

Abscess
Spain

Antimicrobial resistance research
Bioinformatics
Drug development

Frozen

-80°C or colder

Characteristics

Gram stain

Price: $297.00 ea Annotated genes

Discounts may be available for our fellow nonprofit
organizations. Login to see your price.

Generally ships within 1-3 business days

Quantity ‘ ‘ ™ Add to cart

[] Add to list

Documentation

[8 Product sheet  [g] Certificate of [&) safety data
analysis sheet

[2] Characterization
data
report l Susceptibility profile

A Antimicrobia
resistance

0[50 Priority AMR Strains Brochure

www.atcc.org/AMR-brochure

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.

Negative

ADC-2
aded
adeB
adeC
adeF
ade(
adel
adel
adek
adeR
adeS
APH(3")-Hb
APH(B)-Id
macA
macB
mexB
mexK
OXA-66
tet(A)

Resistant

Cefazolin

Cefepime

Cefotaxime

Ceftazidime
Ceftriaxone
Ciprofloxacin

Imipenem

Levofloxacin
Meropenem
Piperacillin-tazobactam
Tetracycline
Trimethoprim-sulfamethoxazole

Susceptible
Ampicillin-Sulbactam
Gentamicin
Tobramycin
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) Meeting the Challenge: ATCC Offerings

Priority Antimicrobial-Resistant Strains ATCC

Table 1: Acinetobacter baumannii

BAA-3252™ BAA-325T™ BAA-3275™ BAA-32TE™ BAA-3278™ BAA-32B2™ BAA-3283™ BAA-3300™ BAA-3301™ BAA-3302™ BAA-331I™ BAA-3320™ BAA-3338™
Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter Acinetobacter
Antibiotic Class Antibiotic Type baumannil baumannil baumannii baumannii baumannil baumannil baumannil baumannil baumannii baumannil baumannil baumannil baumannil
Gentamicin 5 5
Aminoglycosides
Tobramycin 5 5
Carbapenems
Meropenem R R
Cefazolin R ]
Cefepime R ]
Cephalosporins Cefotaxime R R
Ceftazidime R R
Ceftriaxone R ]

Trimethoprim-

Diaminopyrimidings sulfamethoxazole

Ciprofloxacin

Fluoroguinolones

Levofloxacin
— Ampiciling/Sulbactam
Piperacillin/ Tazabactam
Tetracyclines Tetracycline
Country Spain Spain France United States Honduras United States Taiwan Singapore Italy Italy Korea Wenezuela United States
Year of Origin 2014 2004 2008 2014 2006 20048 2006 2004 2008 2015 2006 2008 2008
Isolation Information Source Abscess Blood Blood Sputum Catheters Wound Sputum Trachea Blood Blood Blood Blood Elood
Patient Gender Male Female Male Male Female Female Female Male Female Male Female Male Female
Patient Age 57 years EByears Bé years TS years Oyears Slyears #0years T1 years S3years 41years T3 years 19years B4 years

Click on the ATCC catalog number toview the product information and susceptibility profile on the ATCC website.
Chick on the ATCC species name toview the complete de novo hybrid genome assembly with annotated antibiotic resistance genes on the ATCC Genome Portal.

Antibiotic susceptibility was obtained using VITEK 2 AST cards (bioMériew ). Minimum inhibitory concentration (MIC) ranges for resistant (R: red), intermediate (I yellow), and susceptible (5; green) are based on criteria within the Clinical and Laboratory Standards Institute (CLSI) Performance
Standards for Antimicrobial Susceptibility Testing, 27" Edition. The susceptibility profile information for this strain is initial characterization data acquired during the ATCC accessioning process and are batch specific.

e Priority AMR Strains Brochure
www.atcc.org/AMR-brochure

14
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Meeting the Challenge: ATCC Offerings

Priority Antimicrobial-Resistant Strains

Table &: Escherichia coli

ATCC’

BAA-3284™ BAA-3246™ BAA-3250™ BAA-3351" BAA-3253™ BAA-32BET BAA-3280™ BAA-3ZET™ BAA-3Z28E™ BAA-32BT™ BAA-3ZEO™ BAA-3202™ BAA-3303™ BAA-3305™ BAA-330T™ BAA-33107 BAA-333T™

Escherichia ~ Escherichia ~ Escherichia  Escherichis Escherichia Escherichis ~ Escherichia Escherichis Escherichia Escherichia Escherichia Escherichia Escherichia Escherichia Escherichia Escherichiz Escherichia

AntibioticClass  Antibiotic Type coli. coli coli coli coli coli coli coli coli coli. coli coli coli coli coli coli. coli.

]
%

l.nl.nl.nHZZZZIIZWZMNWWHHHMMMIHM

Amikacin

Aminoglycosides Gentamicin

Tobramycin

Ertapenem

Carbapenems Imipenem

Meropenem

Cefalotin

Cefazolin

Cefepime

m W™= =™ = =
== | =™ =™ = =|w

Cefotaxime

LR RN - TR R ]
CCRE--RET RN R AT - R -]

Cefotetan

ERERE RN R R R RN R R N R R R R R R N RN R R AR R RN N R

Cefoxitin

Cephalosporins Cefpodoxime

Ceftazidime

Ceftazidime Avibactam

Ceftriaxone

Cefuroxims

Cefuroxime Axetil

Ceftolozane/ Tazobactam

D ™| W|m I I|w | W|F I DI I DD W@ DI | W WD @ w3

Diaminopyrimidines | Trimethoprim-Sulfamethoxazole

Ciprofloxacin

Fluoroguinolones Levofloxacin

Maoxifloxacin

Glycylcyclines Tigecycline

R R R RN RN - R RE-- RN R R T T - -]

Monobactams Aztreonam

mmm::aawllmmmmammm::mmm

Wi W (w =W|E I | T | W I I |\ =™ A M= I =R Wm0
WBom k3R R DR DD R AR DML I =33 @33 M 3= 3=

Mitrofurans Nitrofurantoin
Amoxicillin/ Clavulanic Acid
Ampicilin/Sulbactam

W W|W | W|W n| WA | @ || =W = F |

Penicillins

= =m|m v |=m | =@ W@

Ampicillin

Piperacillin Tazobactam

Quinolones Nalidixic Acid

E-RE--RE--RE--EE-RE R RET - R R RN R RN -EE R RN R R -RE R -RE- RN R R
™ v vt @ W W W W WD WM W @™ A D WD WA

R
R
R
5
R
R
R
R
5
R
R
R
5
]
5
R
R
R
R
R
R

! =™ |=m W|=I =™ wa W|a | =W W™ (W™ W™ W™ DB

=
=
=
=

Tetracyclines Tetracycline

Country Argentina Israel Turkey Nigeria  |CzechRepublic| Mexico Nigeria United States Israel Italy Argentina Mexico Russia Mexico Thailand Greece Argentina
Year of Origin 2014 2014 2014 2014 2014 2014 2014 2014 2014 2013 2012 2014 2014 2012 2013 2013 2014

IsulatiDn_ Source Abscess Urine Blood Urine Urine Abscess Urine Perm:!neal Urine Respiratory
Information fluid sputum

Uring Abscess Pancreas Urine Stomach Urine Urine

Patient Gender Male Male Female Female Female Female Female Female Male Female Female Male Female Male Male Female Male

Patient Age S0years 83 years 51 years 40 years TByears T0years 4B years 40 years Biyears 34 years 3Byears 4B years 56 years 42years 18 years 5& years 2Zyears

15
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) Meeting the Challenge: ATCC Offerings
WHO bacterial priority pathogens list, 2024

ATCC's WHO BPPL-2024 Portfolio

Critical group

Acinetobacter baumannii

carbapenern-resistant

Enterobacterales
third-generation
cephalosporin-resistant

)

Entercbacterales
carbapenem-resistant

tuberculosis,
rifampicin-resistant*
“RR-TE was included after
an independent analysis
with parallel criteria and
subsequent application of

an adapted MCDA matrix.

https://www.who.int/publications/i/item/9789240093461

High group

Saimonella Typhi
flusroquinclone-resistant

ﬂuomqundone re-slmnt

Enterococcus faecium
vancnmw:n resistant

&

Pseudomonas geruginosg
carbapenem-resistant

Non-typhoidal Salmonelia
flusroquinolone-resistant

Neisseria gonorrhoeas
third-generation cephalesporin,
and/or lucroquinclone-resistant

Medium group

I'//_ .‘;\l
N

Group A Streptococci
macrolide-resistant

N
\ %)

Streptococcus pneumoniae
macrolide-resistant

Group B Streptococci
penicillin-resistant

WHO

Priority

Critical
Critical
Critical
Critical
Critical
Critical
High
High
High
High
High
High
High
High
High
Medium
Medium
Medium

Klebsiella pneumoniae
Escherichia coli
Acinetobacter baumannii
Mycobacterium tuberculosis
Escherichia coli

Klebsiella pneumoniae
Enterococcus faecium
Pseudomonas aeruginosa
Enterobacter spp.
Neisseria gonorrhoeae
Staphylococcus aureus
Enterobacter spp.
Citrobacter spp.

Proteus spp.

Serratia spp.

Group A streptococci
Streptococcus pneumoniae
Haemophilus influenzae

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.

Carbapenem resistant

Third-generation cephalosporin resistant
Carbapenem resistant

Rifampicin resistant

Carbapenem resistant

Third-generation cephalosporin resistant
Vancomycin resistant

Carbapenem resistant

Carbapenem resistant

Fluoroquinolone resistant

Methicillin resistant

Third-generation cephalosporin resistant
Third-generation cephalosporin resistant
Third-generation cephalosporin resistant
Third-generation cephalosporin resistant
Macrolide resistant

Macrolide resistant

Ampicillin resistant

No of ATCC®
strains

Ul = W Ul A~

28
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) Meeting the Challenge: ATCC Offerings

ATCC

AMR data available for 615 strains across 157 bacterial species

in ATCC's collection

.:'1.1 .|F|I|;:'-:'-: oc u. ."lll.'ll-\::-:'_.'l.l icus K]_ eb S ]_E' 1]_3 pneumonlae '" J 'I II. C .|I ia v hizopt
Str E‘F_]tOCGCEUS agalactlae ) __" —1-,_, f"T ,.I.|| .;' ma
StaphleCDCCUS epldermldls ——
My L-||L'1u |r.‘|' Moraxella catarrhalis -

Escherichia coli

NELSSerla gonorrhoeae

P P

 Enterococcus galllnar?m Soiets e aéluﬂonmﬂw1a HP[[JU%Tiéﬂ 3" i
L Enterobacter cloacgeme=ms Enteracoccus faecium g
Tletl-ul.ut. us zilligii 2

. Mycobacterlum tuberculosis. s

~ uMicrococcus luteus Ethrdo harveyi sloareals wadraes £

A Sieves “Enterococcus faecalls :

1

Staphylocopcus aureus

Pasteurella multocida subsp multocida

Streptococcus pyogene%

Sangu

omonas campestris
Salmonella enterica Thermoanserobac ter Brod I Staphylococcus 5p
Campylnhacter jejuni subsp jejuni WRTAINEN Rasnwiyeicy Haemnpm 1u5 parainfluenzae
Pse ':-."-"' teriun ketoglutamicw Caldicellulatiruptar oweRLensid .
r‘|'|| ,-_-'“... .-"'I'-' . Entomsplasma frewndtii
o JC - -I . P AClIH'Eth)a':tE| baumar‘l[‘lll . e Chbat cer Lun nas
itrobacter farmer i Tssss -
Streptococcus mutans Mycoplasma s St reptOCOCCUS pneumonlae
Catenuloplanes crispes Shewanella algae cu
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Bardete

DRSS Antimicrobial-Resistant Strains
% www.atcc.org/superbugs

ciprofloxacin ... e Ve
dmampicillin
. \{m;f\umy(ln imipenem Ce a ZO in g

methicillin

streptomycin, choramhenicol

tetracycllnéM

erythromycinpenlcillin

rrrrrr trimethoprim-sulfamethoxazole
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) Meeting the Challenge: ATCC Offerings

AMR data available for 615 strains across 157 bacterial species ATCC

[ ] ' o
nATEES collection g [ [ [ I [T [ 1[I
2]
Some of the most drug resistance strains a
— N ] :
ATCCNo _[Species I — R
.. . . iperacillin tazé:bé]c?rmz Y S R R | —
55792™ Burkholderia vietnamiensis Pl Jiﬁ: — S S e o—
700575™ Staphylococcus spp. _ melficin | M— = ——
BAA-1794™ Acinetobacter baumannii cepligandoic | mm— — é
AleXIr — :
BAA-1797™ Acinetobacter baumannii Cemmé%?ﬁfg?(ﬁ%: e e ——— e E— —
- i e e e B
BAA-3197™ Pseudomonas aeruginosa eLe Eﬁgd S | p— ——
. . cefofaxime | /' | | | @ |
BAA-1792™ Acinetobacter baumannii Cefa‘éneggnzﬁ'ﬁ ik s S e e S e e
cetalofin I
BAA-1799™ Acinetobacter baumannii ampicilitS Su%ai%gﬁ’:r _:
BAA-2112™ Pseudomonas aeruginosa Ljamoxicilin-ck f{'}a‘;gf‘;‘]&jﬁf _________ i L R N E
BAA-286™ Dysgonomonas gadei 305 nt{reﬁ::gﬁfﬁf — B ——— — —
Cln 7 |
AT Staphylococcus auretis U i e ———
e : oA HHE ——
Some strains in the collection Gyrase Dofeaci —
known to be resistant to 14-15 Folate metabolism] "meoPrim-sufa @ﬁg&éégg ________________________________________ —
antibiotics. H chio RN | O |
o 5 B S R L L LU LLE LU UL
olymerase o o S S 2 2 = g S 2
Even among these strains, some , : 8 3 3 3 3 I 3 I 3
are known to be susceptible to O ounamee
. . . . . . folic acid metabaolism T t th
mechanistically diverse antibiotics. g susoeptiblty g8 © ®8 B8 8 © 8 o
& RMA polymerase

most drug resistant
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Meeting the Challenge: ATCC Offerings

ATCC's historic isolates can provide critical insights into the origins,
evolution, and long-term trends of antimicrobial resistance

T i

) o £
<o © = (5] o Q o o
[} c u o =1 =1 B3 = -
c o O 2 o § a8 ] 5 5 ) B
5 ®¥8 S, g g 5 & 5 B 2 3 =
£ w0 @ o B o = B < = = = = =2
=1 7] cB6 Bo 9 c «© < = b c €
£ £5 =2 25 2 © o T © & 5
= = s e S a o= O o ° © ©
28 95 o5 28 = 8 TE o9 3 c L
e &5 2t g2 © = g T o s 2 £
£ £ S® £%8 3 2 &% & T g E 3B
E g8 & = § 528 2 § g g
. < = S 3 = S
. . I cephalosporin S g € = 8 g
aminoglycoside antibiotic carbapenem 3 B
Drug Classes 8l 2 &

S
j\

L

n
la
AKT
98 —
=4

RS i o R g R SR R - R =

blaOXA-124
blaOXA-82
5 —
1
44
52
58
74
76
96
49
0
2
blaADC-26
qacEdeltal

adeF

blaOXA-1117

BRP(MBL)
ble-MBL

blaTEM
dfrAl
dfrAl10
abeM
adeG
adeH
adel
aded
adeB
adeC
adeR
adeS
'mphE
-msrE
SAT-2
sat2_fam
CARB-14
LpsB
catAl
catB8
amiBl
floR
camlAS
emlAl
cmlA9
floR2
am-2
ARR-3
sull
sul2
tet(A)
tet(B)
tet(G)

OXA-694

Acinetobacter baumannii: "™
Recent Vs Historic strains

17978

1948

17961 1962

15308 1964
19003 1965
19606 1965
43498 1983
49466 1990
BAA-1709 2003
BAA-1710 2003
BAA-747 2003
BAA-3300 2004
BAA-3282 2004
BAA-3338 2004
BAA-3257 2004

BAA-3311 2006

Acinetobacter baumannii strains

BAA-3283 2006

BAA-3275 2006
BAA-3301 2006
BAA-3278 2006
BAA-3320 2006
BAA-3252 2014
BAA-2801 2014

BAA-3302 2015

Year of Origin
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) Meeting the Challenge: ATCC Offerings

https://www.who.int/publications/i/item/9789240060241

WHO fungal priority pathogens 2022 list to guide research, development,
and public health action

Critical Priority Group

Cryptococcis Candida auris
necformans

Aspergillus Candids albicans
g .'-\ Fumigatus

@ Histoplasma spp.
% Mucerales
o Candida tropicalis

High Priority Group

Eumycetoma
causative agents

Fusarium spp.

Candida
parapsilosis

Medium Prierity Group

Scedosporium Cryptococeus
o
ﬂe Spp. gatei
Lomentospors Talaromyces
] prolificans pooh marneffei

Coccidioides spp. ﬁ ﬂ ;::::::;rysﬂs
&

Parscoccidioides
* # spp.
E ] Y

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.

ATCC’

Number of ATCC strains on the WHO fungal priority pathogens list

Critical
4

B Candida albicans

W Cryptococcus neoformans

B Aspergillus fumigatus
Candida auris

59
6

67

Fusarium spp.

Mucorales

Candida fropicalis
Histoplasma spp.
Eumycetoma causing agents
Candida parapsilosis
Nakaseomyces glabrata

Paracoccidioides spp.
Cryptococcus gattii
Pichia kudriavzevii
Talaromyces marneffei
Scedosporium spp.
Coccidioides spp.
Lomentospora prolificans
Pneumocystis jirovecii

*Pneumocystis jirovecii is provided as synthetic DNA (unculturable)

https://www.atcc.org/blogs/2022/who-releases-priority-fungal-pathogens-list
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) Meeting the Challenge: ATCC Offerings

WHO fungal priority pathogens 2022 list to guide research, development, ATCC
and public health action

Number of ATCC strains on the WHO fungal priority pathogens list

Critical group High group Medium group Critical

®,  Cryptococcus & Nakaseomyces glabrata - Scedosporium spp. 59
neoformans (Candida glabrata) . 6
Candida auris Histoplasma spp. 1. Lomentospora

o ”f_‘; ~ prolificans
e
Aspergillus fumigatus m‘%‘ Eumycetoma causative ol :' Coccidioides spp.
1 = agents Pl o

Candida albicans

.

Mucorales / \ Pichia kudriavzeveii
(Candida krusei)

e . ., =
7“%(‘ Fusarium spp. ‘ Cryptococcus gattif

‘_ Candida tropicalis Talaromyces marneffei B Candida albicans B Fusarium s5pp. B Paracoccidivides SPP
B Cryptococcus neoformans B Mucorales u C{ypfococcys gatti
B Aspergillus fumigatus W Candida tropicalis W Pichia kudriavzevii
;. Candida parapsilosis 5}: Pneumocystis jirovecii Candida auris 1 HfoOp;a sma spp. | Ta.‘ammycgs mameffei
B Eumycetoma causing agents - gﬁi‘;ﬁgggf;psgp
;#* Paracoccidioides spp. W Candida parapSHOSis | | Lomentospora p.".D.I’I:ﬁCans
W Nakaseomyces glabrata W Pneumocystis jirovecii

https://www.who.int/publications/i/item/9789240060241 *Pneumocystis jirovecii is provided as synthetic DNA (unculturable)

https://www.atcc.org/blogs/2022/who-releases-priority-fungal-pathogens-list
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) Vial to File

Physical

v

Repository

-

: gtr:!_lnst_ = Sequencing data
erivatives Assembled genomes
= Standards
" Annotated genes
" Reference | _ |
materials | ——

Drive scientific advancement by provide the scientific community
with high quality, annotated whole genome sequence (WGS)
information to complement ATCC's biological materials.
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ATCC Genome Portal

The only authenticated reference genome database for ATCC microbes

The ATCC Genome Portal (AGP) is a rapidly growing ISO 9001-compliant database of high-quality reference genomes
from authenticated microbial strains in the ATCC collection. Customers can easily access and download meticulously
curated whole-genome assemblies for purchased strains and Supporting Members have full access to the AGP.

ATCC

@

2 10GIN

HOME GENOMES SEQUENCE SEARCH DOCUMENTATION

5,750+

Available reference genomes
as of Aug 2025

« Download genome assemblies for ATCC
microbes.

» Search for nucleotide sequences or
genes within published genomes.

« Search for genomes by taxonomic
name, taxonomic level, isolation source,
ATCC catalog number, type strain
status, and biosafety level.

Welcome to the ATCC Genome Portal

The only authenticated reference genome database for ATCC microbes

VIEW ALL GENOMES »

Search for a genome

Type to search or filter

Recently published

Cellvibrio vulgaris [ATCC® 122097)
‘ Added 10/30/2024

Gallicala barnesae (ATCC® 49735™)

, Added 12/13/2024

‘ Pluralibacter pyrinus [ATCC® 438517)
Added 10/30/2024

« View genome assembly statistics and
quality metrics.

» ldentify the relatedness of published
genomes by total genome alignment.

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.

Learn more:

New genomes are released at the end of every quarter.
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Authenticated physical material coupled with
. reference-quality genome sequences

Isolate _ NGS and Bioinformation

>80,000 microbes
in our collection

Hybrid Sequencing Quarterly releases
gDNA or gRNA y
Growth and QC extraction and Hlumina® + QC, Assem.bly & to ATCC Genome
of isolates C Annotation I
Q Oxford Nanopore® Porta

* Fully traceable and authenticated to ATCC materials.
* All genome assemblies produced in-house at ATCC in an ISO certified laboratory.

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.



) Bacterial Genome Assembly

« All bacterial strains are sequenced on both sequencing platforms.

* NGS reads are trimmed and filtered, assembled using a pipeline built around
Unicycler, and finally polished

« Assembly QC is based on CheckM

« Annotation is based on NCBI's PGAP pipeline
« Q4, 2025 bacterial strains will also have additional annotations using ResFinder,
AMRFinder and CARD.

- llumina® +
b - Assembly CheckM +
ONT® Unicycler

Sequencing

Read Contig Contig
Classification Reorientation Filtration +
via Kraken2 via dnaapler Classification
via QUAST +
Kraken2

25
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) Browse for data

SEQUENCE

RES SEARCH

GENOMES DOCU

ATCC

Complete Collection

Bacteriology Collection

Mycology Collection
Protistology Collection AQOMEe pO

Virology Collection

Welcome to

The only authenticated reference genome database for ATCC

microbes

VIEW ALL GENOMES >

Search for a genome

Type to search or filter

Recently published

<11z Oropouche virus (ATCC® VR-3446™)
£ Added 3/27/2025

5 Powassan virus (ATCC® VR-1958™)
TS Added 2/21/2025

Dengue virus type 3 (ATCC® VR-3380™)
Added 2/21/2025

ATCC’

HOME GENOMES

ATCC

Genomes

All Genomes

My Genomes

bes

r X X X

bxs

w

Taxonomic Name

Abiotrophia defectiva

Abiatrophia defectiva

Acetivibrio aldrichii

Acetivibrio cellulolyticus

Acetivibrio cellulolyticus

Acetivibrio ethanolgignens

Acetivibrio thermocellus

Acetobacter aceti

Acetobacter aceti

TrTeTTCaTT Ty pe CoTtaT -

SEQUENCE
SEARCH

Type Strain

Type Strain

Type Strain

Type Strain

Type Strain

Type Strain

Type Strain

DOCUMENTATION

ATCC Product Name

ATCC® 49176™ [

ATCC® 700209™

ATCC® 49358™ [

ATCC® 33288™ [}

ATCC® 35928™ [

ATCC® 33324™ [

ATCC® 27405™ [

ATCC® 15973™

ATCC® 23746™ [

RSP - ———— ]

Become a
Supporting Member

Type to search or filter

Date Published

December 12, 2022

April 29, 2024

September 25,
2024

November 26, 2024

March 27, 2025

June 3, 2024

August 27, 2019

September 29,
2020

January 28, 2021

Length

2.0 Mb

2.0 Mb

6.4 Mb

6.3 Mb

6.3 Mb

4.1 Mb

3.8 Mb

3.7 Mb

3.7 Mb

Download

O Download

O Download

0 Download

@ Download

@ Download

@ Download

@ Download

O Download

0 Download

2 IACOBS®ATCC.ORG

4

Genomic
Data

View

View

View

View

View

View

View

View

View
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. ATCC Genome Portal: Reference Genome Details

« Example: Acinetobacter baumannii ATCC 19606

Overview page

’ HOME GENOMES SEQUENCE SEARCH DOCUMENTATION

ATCC

nii complex > Acinetobacter baumannii

Acinetobacter baumannii (ATCC® 19606™) g

se 3y Acinetobacter calcoaceticus/bau

Overview Genome Browser Related Genomes Quality Control

Become a Supporting Member

DOWNLO ASSEMB DOWNLOAD ANNOTATIONS RUN DISCREPANCY REPORT

Assembly Summary

Date Published May 14, 2019

Length 3,997,508 nt

Sequencing Technology @ lllumina + Oxford Nanopore Hybrid
Assembly

Number of Contigs @ 3 (Al Circularized) @

Assembly Level ) Complete

NS0 3,980,313 nt

%GC 39.15%

Annotations Summary

Number of CDS 3,737

Number of Hypothetical Proteins 561

Number of tRNA 7%

Number of 55 rRNA 6

Number of 165 rANA 6

Number of 235 rRNA 6

Organism Summary
Name

Isolation

Tags

Biosafety Level

Type Strain

Input Reads Summary
Oxford Nanopore Read Count
Oxford Nanopore Median Q Score @
lllumina Read Count

lllumina Mean Coverage Depth

lllumina Median Q Score

owared by % ONE CODEX

Discover the ATCC Genome Portal Data Use Apreement  Need Help? Contact us at ATCC Support

ATCC

> A

obacter calc

2 10GIN

HOME

Genome Browser

GENOMES ~ SEQUENCE SEARCH  DOCUMENTATION Become a Supporting Member

Joaumannii comples » Acinetobacter baumannii

Acinetobacter baumannii (ATCC® 19606™) &

Overview  Genome Browser  Related Genomes  Quality Control
[}
L& | N -
Include Hypothetical Proteins  Display All Genes & Q Filter annotations.
Contig ~ Start End Name  Protein Product ECNumber Type R
1 1 1308 dnad ehromosomal replication nitiator protein DnaA cos vi
1 1% 2644 dnaN DA polymerase Iil subunit beta 05 w
1 2% 3Tl reck DNA replication/repair protein RecF cos it
1 % 6262 a8 DNA topolsomerass (ATP-hydrolyzing) subunit B cos
1 6300 6692 cybC cytochrome b562 cos Y
1 ms 6778 VTT domain-containing protein cos
1 9516 7585 ATP-binding cassette domain-containing protein cos
1 93 w7 DUF6091 family protein cos
11103 12060 DUF6091 family protein cos
1 12383 13387 DUF6091 family protein oS

View Quality Control Data

‘ HOME ~ GENOMES ~ SEQUENCE SEARCH  DOCUMENTATION

> Acinetobacter baumannii

Acinetobacter baumannii (ATCC® 19606™) &

Overview Genome Browser Related Genomes.

Sequencing Quality Control Assembly Quality Control

Quality control statistics on lllumina sequencing data Metrics assessing the assembly quality @

o 4 out of & passed s 3 out of 3 passed
2 L0GIN Number of trimmed reads 3,878,851 Estimated genome completeness
Median Q score, all bases £ Estimated genome contamination

Percent of median Q scores per cycle greater than Average depth of coverage

100%

Annotation Legend

EC1 Oxidoreductases

Poweredy 54 ONE CODEX

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.

EC2 Transferases
EC3 Hydrolases
ECh Lyases °
" onn Find Related Genomes
W EC6 Ligases
W EC7 Translocases re ‘ HOME GENOMES SEQUENCE SEARCH DOCUMENTATION 2106 IN
ATCC
B Al Other CDS
Hypothetical Proteins | .y A a usfbaumannii complex > Acinetobacter baumannii
W R Acinetobacter baumannii (ATCC® 19606™) &
AMR Gene
» 008996703
- v Overview Genome Browser Related Genomes  Quality Control
00100 v
Most similar genomes
065814651 ¥
The following genames have the areatest genamic similarity ta this one (»35% average nucleotide identi
04996706 v
” Acinetabacter baumannil (ATCC® 13187) Acinetobacter baumanni (ATCC® 15308 99.99% similar
& contigs s contigs Y
04396 e View Genome View Geno
Acinetabacter baumannil [ATCCS 17961™) 99.55% si r Acinetob: sp. (ATCC® 142937) 98.07% similar
S contias Jcontigs
Genome . Ge: -
Acinetobacter baumannil (ATCC® BAA-2871™) 98.04% similar  Acinetobacter baumannii [ATCC® BAA-2B94™) 98.04% similar
2cantias O o Crr——

27

ATCC’

2 106N

99.63%

243.032%



) Fast Sequencing Search

https://genomes.atcc.org/sequence-search

Aﬁ HOME GENOMES SEQUENCE SEARCH DOCUMENTATION Become a Supporting Member 2 L0GIN

Search for a genome

CTGCTAAGGTTAAAAGAGAACCGGAACCTGTTGCTAATACTGCAGTTAGTTCTAAGAGTTCA = Results on 1403 bases
AAAAAGAAACTATTAAATCCACAATTTACTTTTTCACTATTTGTTGAAGGCCGTTCTAACCA

AATGGCAGCAGAAACCTGTAGAAAAGTATTAACACAGTTAGGTGCTTCTCAACATAACCCTT Acinetobacter baumannii (ATCC® 19606™) 1398 bases matched (100.00%)
TGTTTTTATATGGCCCGACAGGTCTAGGTAAGACTCACTTAATGCAAGCAGTTGGTAATGEC

TTACTGCAAGCGAAGCCGAATGCAAGAGTCATGTATATGACTTCAGAAAGTTTTGTACAAGA 3 contigs
TTTTGTGAGCTCATTACAAAAAGGAAAGGTTGAAGAGTTTAAGARARATTGTCGTTCTTTAG T

ACTTGTTATTAGTAGATGATATTCATCTTTTGGCAGGGAAAGAAGCAAGTCTTGTTGAATTT
TTCTATACATTTAATGCCTTACTATGCATGATGAATCTAAACAAATTATTT TAACGTCAGAT
CRATATCCTARAGAATTAACAGAACTTGATCCTCGTTTGGTTTCTCAQTTTTTCCTGGGGEET

Acinetobacter baumannii (ATCC® 19187™) 1398 bases matched (100.00%)
ATCAGTAGGTGTTGAACCACCTGATATTGAAACTCGAATCGAAATTCTGCT TAAARAAGCTG
AAAATAGTGGCGTTGATTTACCTAGAAACTGTGCGTTGTTTATTGCCCAACAAGTCGTAGCG 7 £

contigs

AACGTACGTGAACTTGAGGGTGCACTGAATARAGTTGTCGCAATTTCACGTTTTARAGGTGC 4
TCCAATTGATCTTGATGTCGTACGGGAATCTTTARAAGATGTTTTAGCGATCCGTGCTCGTA 4.0 Mb
CAATTAGTGTAGAAAATATCCAGCGTGTAGTGAGTGAATATTTCCGAATTCCATTAARAGAG
CTGGTAGGTCCAAAGCGTACCCGAATTTATGCTCGACCACGTCAGTTGGCGATGGGGETTGL

Acinetobacter baumannii (ATCC® 17961™) 1398 bases matched (100.00%:)

CCGTGAATTAACGGGGGATAGTTTTCCTGAAATTGGAATGGCTTTTGGTGGGCGTGATCACA
GTACAGTGATGCATGCTTGTGAAAAAGTCGTCAGTTTACGGGAAGAAGACCCAATCTTTGAT
GAAGATTATAAGAACTTATTACGTTTGCTTCAAAGTTAA - 5 contigs

4.0 Mb

O view Genome

| Acinetobacter baumannii (ATCC® BAA-2887™) 1395 bases matched (99.00%)

Search results are almost instantaneous!

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.



https://genomes.atcc.org/sequence-search
https://genomes.atcc.org/sequence-search
https://genomes.atcc.org/sequence-search

. ATCC Genome Portal: Reference Genome Details

« Example: Acinetobacter baumannii ATCC 19606

Overview page

’ HOME GENOMES SEQUENCE SEARCH DOCUMENTATION

ATCC

nii complex > Acinetobacter baumannii

Acinetobacter baumannii (ATCC® 19606™) g

se 3y Acinetobacter calcoaceticus/bau

Overview Genome Browser Related Genomes Quality Control

Become a Supporting Member

DOWNLO ASSEMB DOWNLOAD ANNOTATIONS RUN DISCREPANCY REPORT

Assembly Summary

Date Published May 14, 2019

Length 3,997,508 nt

Sequencing Technology @ lllumina + Oxford Nanopore Hybrid
Assembly

Number of Contigs @ 3 (Al Circularized) @

Assembly Level ) Complete

NS0 3,980,313 nt

%GC 39.15%

Annotations Summary

Number of CDS 3,737

Number of Hypothetical Proteins 561

Number of tRNA 7%

Number of 55 rRNA 6

Number of 165 rANA 6

Number of 235 rRNA 6

Organism Summary
Name

Isolation

Tags

Biosafety Level

Type Strain

Input Reads Summary
Oxford Nanopore Read Count
Oxford Nanopore Median Q Score @
lllumina Read Count

lllumina Mean Coverage Depth

lllumina Median Q Score

owared by % ONE CODEX

Discover the ATCC Genome Portal Data Use Apreement  Need Help? Contact us at ATCC Support

ATCC

> A

obacter calc

2 10GIN

HOME

Genome Browser

GENOMES ~ SEQUENCE SEARCH  DOCUMENTATION Become a Supporting Member

Joaumannii comples » Acinetobacter baumannii

Acinetobacter baumannii (ATCC® 19606™) &

Overview  Genome Browser  Related Genomes  Quality Control
[}
L& | N -
Include Hypothetical Proteins  Display All Genes & Q Filter annotations.
Contig ~ Start End Name  Protein Product ECNumber Type R
1 1 1308 dnad ehromosomal replication nitiator protein DnaA cos vi
1 1% 2644 dnaN DA polymerase Iil subunit beta 05 w
1 2% 3Tl reck DNA replication/repair protein RecF cos it
1 % 6262 a8 DNA topolsomerass (ATP-hydrolyzing) subunit B cos
1 6300 6692 cybC cytochrome b562 cos Y
1 ms 6778 VTT domain-containing protein cos
1 9516 7585 ATP-binding cassette domain-containing protein cos
1 93 w7 DUF6091 family protein cos
11103 12060 DUF6091 family protein cos
1 12383 13387 DUF6091 family protein oS

View Quality Control Data

‘ HOME ~ GENOMES ~ SEQUENCE SEARCH  DOCUMENTATION

> Acinetobacter baumannii

Acinetobacter baumannii (ATCC® 19606™) &

Overview Genome Browser Related Genomes.

Sequencing Quality Control Assembly Quality Control

Quality control statistics on lllumina sequencing data Metrics assessing the assembly quality @

o 4 out of & passed s 3 out of 3 passed
2 L0GIN Number of trimmed reads 3,878,851 Estimated genome completeness
Median Q score, all bases £ Estimated genome contamination

Percent of median Q scores per cycle greater than Average depth of coverage

100%

Annotation Legend

EC1 Oxidoreductases

Poweredy 54 ONE CODEX
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EC2 Transferases
EC3 Hydrolases
ECh Lyases °
" onn Find Related Genomes
W EC6 Ligases
W EC7 Translocases re ‘ HOME GENOMES SEQUENCE SEARCH DOCUMENTATION 2106 IN
ATCC
B Al Other CDS
Hypothetical Proteins | .y A a usfbaumannii complex > Acinetobacter baumannii
W R Acinetobacter baumannii (ATCC® 19606™) &
AMR Gene
» 008996703
- v Overview Genome Browser Related Genomes  Quality Control
00100 v
Most similar genomes
065814651 ¥
The following genames have the areatest genamic similarity ta this one (»35% average nucleotide identi
04996706 v
” Acinetabacter baumannil (ATCC® 13187) Acinetobacter baumanni (ATCC® 15308 99.99% similar
& contigs s contigs Y
04396 e View Genome View Geno
Acinetabacter baumannil [ATCCS 17961™) 99.55% si r Acinetob: sp. (ATCC® 142937) 98.07% similar
S contias Jcontigs
Genome . Ge: -
Acinetobacter baumannil (ATCC® BAA-2871™) 98.04% similar  Acinetobacter baumannii [ATCC® BAA-2B94™) 98.04% similar
2cantias O o Crr——
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If customers have purchased the physical
. product...

Download genome(s) with the Lot number

e

ATCC HOME GENOMES SEQUEMCE SEARCH DOCUMENTATION

Materials and Methods

As of May 2024, to guarantee the long-term sustainability of Q=TT gla=] u with reference-g

Visit us on GitHub

How to Cite the ATCC Genome Portal

. v
Downloading Purchased GennrD
Welcome to the ATCC Genome .

The only authenticated reference genome database for ATCC microbes

VIEW ALL GENOMES »

Directions here

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.


https://docs.onecodex.com/en/articles/9917786-downloading-genomes-for-previously-purchased-atcc-strains

. Access to the entire database...
.....purchase a Supporting Membership ATCC

Explore our annual Supporting Membership opportunities

Free Individual Research Group Institution
View organism and genome metadata, assemblies, and
annotations ‘ ’ ‘ /
Search for genomes of interest J S v J
Purchase the corresponding authenticated ATCC source ; - ; -

materials

Only for purchased

Download genome assemblies and annotations All products All products All products
products
Access our secure REST-API Mot available .a" v ,f
i . ) 12 free reports per 60 free reports per .
Analyze isolates with Discrepancy Reports Fee for each report Inquire
year vear
Members with full access 0 1 5 Unlimited
$600/%$1,800 $2,400/$7,200 Inquire

© 2025 American Type Culture Collection. ATCC product identifiers marked with the TM symbol are trademarks owned by the American Type Culture Collection.



®

) ATCC AMR Resources
ATC

%@5‘% Antimicrobial-Resistant Strains
GE% www.atcc.org/superbugs

e Priority AMR Strains Brochure
i www.atcc.org/AMR-brochure

Quantitative Nucleic Acids
www.atcc.org/molecularstandards

E=#E  ATCC Genome Portal
; https://genomes.atcc.org/

E-#E ATCC Culture Guides
www.atcc.org/guides

32
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http://www.atcc.org/superbugs
http://www.atcc.org/AMR-brochure
http://www.atcc.org/AMR-brochure
http://www.atcc.org/AMR-brochure
http://www.atcc.org/molecularstandards
https://genomes.atcc.org/
http://www.atcc.org/guides

Thank You
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