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Using ATCC's Public STR Database

STR Profile Background

The ATCC STR database includes profile standards for all distributed cell lines.
13 loci are enough to authenticate a cell line for research and publication purposes.

ATCC uses STR analysis to screen all human cell lines for authenticity and purity before distribution
providing a true baseline for researchers using these cell lines.

Comparing an STR profile using the ATCC database will provide a measurable relationship between the
tested cells and accepted standard cell lines.

Tumor and transformed cell lines are more prone to genetic drift which can accelerate with passage number,
media content and other factors.

STR profiles assume two alleles; the presence of more than two alleles in DNA from normal cells indicates
genomic heterogeneity, which is typically equated with contamination or genetic instability. Some cell lines
may have more than 2 alleles at a loci as they are generally not normal cells.

Cell authentication services are available from ATCC
www.atcc.org/str




Using the Public STR Database

Search the STR Database

As part of our continuing efforts to characterize and authenticate the cell lines in the Cell Biclogy collection, ATCC has developed & comprehensive database
of short tandem repeat (STR) DNA profiles for all of our human cell lines. Download our guide before starting,

1. STR Profiling Anzlysis

2. Matching Algorithm

3. Interrogating the Database

Search b)f ATCC Number:

| SEARCH CLEAR

Go to the STR service landing page or
directly to the database

OR

Search by Ameh:genfn (AMEL) + at least 7 loci:

There are two ways to fill in allele entries for search. You can either enter allele entries in below table or populate a file with the information and upload the file. Please separate
each allele entry with a comma [e.g., CSF1P0 = 11, 12). Note that currently only one single sample is supported.

https://www.atcc.org/STR_Database.
aspx?slp=1

&] DOWNLCAD TEMPLATE

AMEL @ 075820 Filters . . . . .
| | | B There is a very simple registration required
s | | e | g d to access the database.
THO1 | | CSF1PO | | rlg;::':: - |
021511 | | wINA | |
D18551 | | D851179 | | M UPLOAD TEMPLATE
o | | |
D135317 | | FGA | | LB




Using the Public STR Database

There are multiple choices:
Search the STR Database

As part of our continuing efforts to characterize and suthenticate the cell lines in the Cell Biclogy collection, ATCC has developed & comprehensive database
of short tandem repeat (STR) DNA profiles for all of our human cell lines. Download our guide before starting.

1. STR Profiling Analysis

2. Matching Algorithm

3. Interrogating the Databasze

1. Search by ATCC number to
obtain an STR profile Search by ATCC Number

| SEARCH CLEAR

OR
Search by Ame|ogenin (AMEL) + at least 7 loci:
e G T o St uronis vy v o S s, 1 e nfrmtion and upload the e, P sepree
&] DOWNLOAD TEMPLATE
P .
AMEL @ | | D75820 | | Filters
Match %
. . . D351358 | | D165539 | | |a|‘~"|:.cf‘es == 0% V|
2. Input a profile into the loci
. . . THO1 | | C5F1PO | | | Tanabe v|
fields to compare it againstthe | | | |
1 WA
ATCC public database ot | R | N 3. Upload data in
ossa | | e | | .csv format to
orsssrr | | | | populate the loci
N

fields




1. Search by ATCC Number

fo obtain an STR Profile

Search the STR Database

As part of our continuing efforts to characterize and authenticate the cell lines in the Cell Biology collection, ATCC has developed a comprehensive database
of short tandem repeat (STR) DNA profiles for all of our human cell lines. Download our guide before starting.

1. STR Profiling_Analysis

2. Matching Algorithm

3. Interrogating_the Database

Search by ATCC Number:

| E'EL-2| v ‘ SEARCH CLEAR

Example: ATCC Catalog CCL-2 are Click the search button
Hela cells




2. Search by STR Profile

to Match Against Other Profiles in the Database

To limit th
Input a profile to compare to the ATCC public database: O fimit the

number of
Search by Amelogenin (AMEL) + at least 7 loci: )
T-'er;c- are tw); ways to Fﬁl in allele entries for search. You can either enter a elia entries inI below Itable or po ::_|dste a file with the information and upload the file. Please separate resu ItS "
each allele entry with a comma (e.g., CSF1P0O = 11, 12). Note that currently only cne single sample is supported.
(eq g P PP SeIeCt
[+] DOWNLOAD TEMPLATE elther 80%
match and
Profile from CCL-2 - ) higher OR
Hel i AMEL @ [ X v l D75820 l 8,12 v l Filters
eLa cell line Match 9 56% match
0351358 [ 15,18 Jl D165539 l 9,10 \/l ‘ Matches == 80% V| Or’ h|gher
Separate alleles using a mor [ 7] o [0 7] Algorithm
Comma ‘ Tanabe w|

For homozygoususea | " EE R o ] Select
Single number and NOT D18S51 [ 16 \/l 0851179 l 12,13 ¢l elec
ﬂ-l UPLOAD TEMPLATE

“7,7” for example. matchlng
D55818 [ 11,12 Jl TPOX l 8,12 «l a|gor|thm:
Tanabe or
D135317 [ 12,13.3 \/l FGA l 18,21 ¢l CLEAR Mast
L astlers

Click the search button




3. Search by uploading a file

to Match Against Other Profiles in the Database

Download .CSV
TEMPLATE

Search by Amelogenin (AMEL) + at least 7 loci:

There are two ways to fill in allele entries for search. You can either enter zllele entries in below table or populate & file with the information and upload the file. Please separate

each allele entry with a comma [e.g., CSF1P0O = 11, 12). Note that currenthy only one single sample is supported.

& COWNLCAD TEMPLATE

AMEL @ | D755820

AutoSave E. G}H:J "5) -

5TR Database Search Sample... ~

P

File  Home Insert Page Lay Formula: Data Review View Developr Help Acrobat Power Pr = 145
|_ﬂ‘|:1| A = @r % ﬁCanditianal Formatting ~ HEHH /O L)
= L1
Clipboard Font Alignment Sensitivity Mumber @FormatasTﬁble Cells Editing Analyze »
= = = . v [B# Cell Styles ~ v = Data
Sensitivity Styles Analysis |~
Al ~ f Sample Name ¥
Enter: A B | ¢ | D | E | F | G H J -
Samp|e Name —— |1 [samplen|Marker Allele1l Allele2 Allele3 Allele4
T+ 1
Marker/Locus ; ‘\Z \/‘
4
Alleles (1 allele/cell) ] '
— = E
| STR Database Search Sample CSV | (3 [ |
Ready [ % Accessibility: Unavailable L& Display Settings H - ——+ 100

Filters

Match %a

| Matches == 80% v |
Algorithm

| Masters w |

i-l UPLOAD TEMPLATE

SEARCH

CLEAR
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3. Search by uploading a file (continued)

to Match Against Other Profiles in the Database
1. Add the data on table and save as a 2. Click on UPLOAD TEMPATE and open the saved CSV
CSV file file. The data will populate in the loci fields. Filters are then
selected, and SEARCH is clicked to query the database.

File Home InseN Page Layout Formulas Data Re
f’tl 4 Cut n WA A == File name: | STR Database Search Sample CSV.csv v| | Allfiles (1) v
C -
Paste E@ R R S
«  <¥ Format Painter = == Qoen v Cancel
Clipboard [P ]
N31 -
A B E F G
1 |Sample NiMarker  Allelel  Allele 2 llele 3 Alleled WEL O y 075820 812
EL L El =M T4
2 |samplel_D351358 15 18 i :
3 |Samplel_THO1 7
4 |Samplel_D21511 27 28
5 [Samplel_D18S51 16 0351356 | 1513 0165533 | 510
& |Samplel_Penta_E 7 17
7 |Samplel_Dssg18 11 12
8 |Samplel_D135317 13 13.3 THo . reE1an 810
9 |Samplel_D75820 8 12
10 |Samplel_D165539 9 10
11 |Samplel_CSF1PO 9 10 e e
12 |samplel_penta D g 15 021511 | 2748 Wil
13 |Samplel_ Ameloger X
14 [Samplel_ vWA 16 18
15 |Samplel_D3851179 12 13 n{scs - 01T | 1713 .
_ 018551 1e DEln | 1215 l UPLOAD TEMPLATE
16 |Samplel_TPOX 8 12
17 |Samplel_FGA 18 21
18 |Samplel_D195433 13 14 e e — e
19 |Samplel_D251338 17 rrcte ] || et v Gl SEARCH
‘STRDatahaseSearch Sample C5V ‘ o | 12123 =) 1821 CLEAR
‘CS‘u‘(Commadehmited](*.cw] M Eﬁﬁ\fe

8 ATCC. Confidential and Proprietary



Viewing Results

to Match Against Other Profiles in the Database

Searching STR Database...

O Show Per Page

Showing 1-6 of 21
) ) _ . wiang
This process will take a few seconds. Please Wait. | =

ReSUItS are displayed after ‘g:r:ﬂ %Match = N:Tr':li:r + Designation = DS5818 = D135317 = D7S820 + D165539 viA = THO1 AMEL = TPOX = CSF1PD = D3s
Processing ~30 seconds

HeLaCervica
] 100.0 CCL-2 . ’ 1112 12,133 2,12 9,10 15,18 T 5,10 1
AdenocarcinomaHuman
| 100.0 CCL-5 L132Cervical carcinomaHuman 11,12 12,133 X 812 3,10
ntestine £07HelLa
| 100.0 CCL-B : 1112 9,10 15,18 T X 812 5,10
contaminantHuman
Chang Lix
| 100.0 - 12 12,133 2,12 9,10 15,18 T X 812 10
aminamtHuman
(] KEHeLa ContaminantHuman 1112 12,133 8,12 3,10 15,13 7 x 812 9,10
CCL21 AV-ZAmMnionHuman 1112 133 12 9,10 15,18 T X 812 9,10

A 4

Use the slider
to see data for additional loci

ADD TO CART EXPORT TO EXCEL

Show Per Page

-2 3 - NEXT > |E W
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Exporfing Results

to Match Against Other Profiles in the Database

Sort results by the column headers, then check off
the records you would like to keep:

U FEl Fage

Showing 1-6 bf 21 |
5 ~
Add to ATCC*
%Match + # Designation = D55818 ¢+ D135317 ¢+ D7S820 + D165539 ¢ VWA ¢ THO1 = AMEL = TPOX + CSFIPO = D3S
Cart Number
e ] 100.0 Lz HeLacenica 1112 2,12 5,10 16,18 7 X 512 9,10 1
AdenocarcinomaHuman

(] 100.0 CCL5 L132Cervical carcinomaHuman 1112 812 5,10 16,18 7 X 812 310
L 100.0 CCLE ntest N 407H2LE 1112 133 212 3,10 16,13 7 x 512 9,10

ContaminantHuman

£ Ezmfig -

Chang LiverHeLa
[l 100.0 CCL13 - _\' 12 812 3,10 16,18 7 X g1z 10 )

ContaminantHuman File H Insert Page Layout Formulas Data Review View Developer Help Acrobat Power Pivot

dh Cut Calibri dn A A == 2 BT Dr General . & i Bad
J 100.0 CCLA7 KBHeLa ContaminantHuman 1112 812 8,10 16,18 7 X g12 3,10 E@CDW . - ﬁ
Paste = = = = Sensitivity .0 g0 | Conditional Formatas Neytral a
B I U~ M. e AL | == = v g = eutral
. < Format Painter oz &/ == R - $-% 9 %0 Formatting > Table ~
100.0 cCL21 AV-ZAmnionHuman 1112 12 9,10 16,18 7 X 512 9,10 X X »
Clipboard 51 Font 51 Alignment G| Sensitivity Number 51 Styles

10

06 - F
ADD TO CART EXPORT TO EXCEL
A B & D E F G H | J K L M N o] P Q R s

1 [%Match Sample CcMatches Atcc NumiDesignaticD5S818  D135317 D75820  D165539 VWA THOL  AMEL  TRPOX  CSFIPO D3S1358 D21S11 DI18S51 DB8SI179 FGA
2 100 14 14 €CL-21  AV-3Amni11,12 13.3 12 9,10 16,18 7X 8,12 9,10
3 100 16 16 CCL-2  HelaCervill,12 12,133 812 9,10 16,18 7X 8,12 9,10 1518 27,28 16 12,13 18,21

Show Per Page

s

- 2 3 4 NEXT >

Export your data to Excel

ATCC
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Check your cells...Trust your data

Consider ATCC STR Cell Authentication
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